Figure 1 



1 ATGAGTGGCCTGGGCCGGAGCAGGCGAGGTGGCCGGAGCCGTGTGGACCAGGAGGAGCGC 
1MSGLGRSRRGGRSRVDQEER 

61 TTTCCACAGGGCCTGTGGACGGGGGTGGCTATGAGATCCTGCCCCGAAGAGCAGTACTGG 
21FPQGLWTGVAMRSCPEEQYW 



121 GATCCTCTGCTGGGTACCTGCATGTCCTGC AAAACCATTTGCAACCATCAGAGCCAGCGC 
41DPLLGTCMSCKTICNHQSQR 



181 ACCTGTGCAGCCTTCTGCAGGTCACTCAGCTGCCGCAAGGAGCAAGGCAAGTTCTATGAC 
61TCAAFCRSLSCRKEQGKFYD 

241 C ATCTCCTGAGGGACTGC ATCAGCTGTGCCTCCATCTGTGGACAGCACCCTAAGCAATGT 
81HLLRDCISCASICGQHPKQC 



301 GCATACTTCTGTGAGAACAAGCTCAGGAGCCCAGTGAACCTTCCACCAGAGCTCAGGAGA 
101 AYFCENKLRS PVNLPPELRR 



3 61 C AGCGGAGTGGAGAAGTTGAAAAC AATTCAGAC AACTCGGGAAGGTACCAAGGATTGGAG 

121 QRSGEVENNS DNSGRYQGLE 

421 CACAGAGGCTCAGAAGCAAGTCCAGCTCTCCCGGGGCTGAAGCTGAGTGCAGATCAGGTG 

141 HRGS EAS PAL PGLKLSADQV 



481 GCCCTGGTCTACAGCACGCTGGGGCTCTGCCTGTGTGCCGTCCTCTGCTGCTTCCTGGTG 

161 ALVYSTLGLCLCAVLCCFLV 

541 GCGGTGGCCTGCTTCCTCAAGAAGAGGGGGGATCCCTGCTCCTGCCAGCCCCGCTCAAGG 

181 AVACFLKKRGDPC SCQPRSR 



601 CCCCGTCAAAGTCCGGCC AAGTCTTCCCAGGATCACGCGATGGAAGCCGGCAGCCCTGTG 
201 PRQSPAKSSQDHAMEAGSPV 



221 'STSPEPVETCSFCFPECRAP 

721 ACGCAGGAGAGCGCAGTCACGCCTGGGACCCCCGACCCCACTTGTGCTGGAAGGTGGGGG 
241 TQESAVTPGTPDPTCAGRWG 

7 81 TGCCACACCAGGACCACAGTCCTGCAGCCTTGCCCACACATCCCAGACAGTGGCCTTGGC 
261 CHTRTTVLQPCPHIPDSGLG 



841. ATTGTGTGTGTGCCTGCCCAGGAGGGGGGCCCAGGTGCATAA 882 
281 IVCVPAQEGGPGA* 294 



Figure 3 




